NCBI
Literature Databases

Pubmed

Pubmed Central
Bookshelf
OMIM

Journals Database
Medical Subject Headings (MeSH)
National Library of Medicine (NLM) Catalog
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Pubmed Central (PMC)

http://preview.ncbi.nlm.nih.gov/pmc/index. html

PMC is the U.S. National Library of Medicine's free
electronic archive of full-text journal articles of
biomedical and life sciences journal literature, offering
free access to its contents.

PMC contains nearly 2 million articles, most of which
have a corresponding entry in PubMed.

PMC began operating in February 2000 with content from two journals:
PNAS (Proceedings of the National Academy of Sciences) and Molecular
Biology of the Cell.

NLM has digitized the earlier print issues of many of the PMC journals in
order to provide online access to the complete run of issues of these
journals. PMC has material dating back to mid- to late-1800s or early
1900s for some journals.

Bookshel

A collection of biomedical books that can be searched

online and that are linked to PubMed through research
paper citations within the text. The collection includes
biomedical textbooks and other scientific books as well
as some genetic resources, such as OMIM, and NCBI

manuals.

Journals Database

Providing information on journals that are cited in any
of NCBI's Entrez databases, including PubMed.
Journals can be searched using the journal title,
MEDLINE or ISO abbreviation, ISSN, or the NLM
Catalog ID.
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Medical Subject Headings (MeSH)

The National Library of Medicine's controlled
vocabulary for indexing articles for MEDLINE/
PubMed. MeSH terminology provides a consistent way
to retrieve information that may use different
terminology for the same concepts.

National Library of Medicine Catal

Bibliographic data for all the journals, books,
audiovisuals, computer software, electronic resources
and other materials that are in the library's holdings.

PubMed

The PubMed database comprises more than 19 million

citations for biomedical articles from MEDLINE and
life science journals. Citations may include links to full-

text articles from PubMed Central or publisher
web sites.
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Medline

Medical Literature Analysis and Retrieval
System Online is the premier bibliographic
database of the U.S. National Library of
Medicine's (NLM).

It contains over 16 million references to
Jjournal articles in life sciences with a
concentration on biomedicine.

A distinctive feature of MEDLINE is that
the records are indexed with NLM's Medical
Subject Headings(MeSH).

Medline vs PubMed

PubMed includes MEDLINE and more.

OLDMEDLINE - medical literature
from 1950-1965

“out-of -scope” citations
“in-process” citations

Journals available in PubMed Central
not included in MEDLINE

Links - to full-text , to related
records, to books in the “"bookshelf”
and more!
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In PubMed:

Not all journals are included
Meeting abstracts are not included
- Books and book chapters are not indexed

PubMed does not supply full-text of journal
articles; some publishers supply some full-
text to the world for free.

PubMed Apple Computer Tucows IGM~ CNR~ STAMPA~ TYPO3lcaro Virgilio Mail Google Calendar Dizionari v

PublRQed o, [mmlioe 5 o= oo

= o=
4 PubMed
PubMed comprises more than 20 milion clations for biomedical Rerature from MEDUINE, e science journals, and
online books. Ciations may include inks 1o ful-i=ut content from PubMed Central and publisher web sites.
Using PubMed PubMed Tools More Resources
PdMeg Quox elw =~ MeSH Dety:

LinkOut

Wets 1 e Heip Def

RESOURCES

NCEI INFORMATION

Dorains & Suca

Tusorais .
‘science journals. Links are proviced when full ext versions of the articles are available via PuoNiea
Central {described below) or cther websites.

BuhMad Canteal
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PubMed homepage

http://www.ncbi.nlm.nih.gov/

There are several types of journal articles even
if the exact terminology and definitions vary by
field and specific journal, but often include:

Letters (also called communications): short descriptions
of important current research findings which are usually fast-tracked for
immediate publication because they are considered urgent.

Articles: usually between five and twenty pages and are complete
descriptions of current original research findings, but there are
considerable variations between scientific fields and journals

Review: do not cover original research but rather accumulate the
results of many different articles on a particular topic into a coherent
narrative about the state of the art in that field. Review articles provide
information about the topic and also provide journal references to the
original research.
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LETTERS

natre
genetlcs

Interpreting principal component analyses of spatial

population genetic variation

2

John Novembre'** & Matthew Stephen:

Nearly 30 years ago, Cavalli-Siorza et al. pioneered the use of
component analysis (PCA) in population genetics and
used PCA o produce maps summarizing human genetic
b

and wave patterns in these maps as signatures of specific

has
population genetics data® ",

However, the behavior of PCA for genetic data showing

continuous spatial variation, such as might exist within m.m

continental groups, has been less well characterized. Here,

(i tha gradients and waves obseved in Cavall Slorza ¢ 1's

‘maps resemble sinusoidal mathematical artifacts that arise
generally when PCA is applied to ;pm« data, .wm.., that
necessaril

events. Our findings aid 'of PCA results and
-mmram»wmxmm.-mmmm
structure in association

Cavall-Sforza et al’s classic text “The History and Geography of
Human Genes™ synthesizes a decades-long survey of human genctic
i, Thee s tesiog e culated demopment of

thods that are now widely used, ing application of principal
sponent analysis (PCA) to populalvn genetic variation. In essence,

o Sora t . collcted count dta for mary genctic vrams

orgin must be the center of the radiation” (p. 295 of ref 3). They also
et centripetal population movements 35 an ahermative explana-
tion. Examples of their explanations for the European PC maps in
Figure 1 include expansion of agriculturalists out of the Near East
(Earope PC1); migrations of Mongolaid Uralic speakers from north-
western Asia (Europe PC2); migration of the carriers of the proto-
Indo-European Kurgan culture in Europe (Europe PC3); and an

expansion from Greece (Europe PCA).
the basis for these interpretive guidelines is uncleas, we
performed simulations to investigate whether such specific migration
events are necessary to explain the observed patterns. Specifically, we
reed PCA on deta smcsted under squdeum population

Sencous short.rangs migration proces aco both tine ey (two-

gradicnts, and. the next two show “saddle” and ‘mound’ patterns
(Fig, 1). The same four bask putirns ocurred consistenly i the
first few PC ple simulations,

the same order mlpphnmuly Fig. 1 \mlmry. R for the
analogous one-dimensional habitat seting are even more structured,
resembling sinusoidal functions of increasing frequency (Fig. 2, Sup-
plementary Fig. 2 online). Thus PC maps show local peaks and
troughs even when underlying migration patterns are homogencous
across time and space. This ulnm) that the local features of the PC

1

Caller
produccd for cach allle an alde-frequency
Foleed tap rprsendg vraon % oo
y then used PCA, al method for summarizing high-
o emal data, o distill the many alkle-requency maps into a
smaller number of “synthetic maps” which for brevity we refer to as
PC maps. Intuitively, the first few PC maps summarize the many
allle-frequency maps, in that each allle-frequency map can be well
spracinsed by o Ko supepostion of PG oup
1 shows PC maps for Asia, Europe and Africa from refs. 23
In ml(lpn‘n-g these maps Caall Storaand collagues sggest tht
ifthere

migration
cvents. Furthermore, many PC ..u,mm....d by Cavall-Storza et al.
fiica show patterns striki .a« similar o those

In fact, these highly structured patierns are bl arifcs
that arie gencrally when PCA is applicd to spatial data in
which covariance (simlarity) between locations tends to decay with
‘geographic distance. Such data produce highly structured covariance
‘matrices (sec,for campl, Supplementary Fig. 3 online), with special
‘mathematical propertics. In particular, they have cigenvectors related
tosimusoidsl vaves of ncreasing fequency (forexample . 10). This

Ipopulaion) expnsion 5 3 possle n]lhmnnn. and its place of

idal patierns in PC maps because PC maps are visual
representations of these eigenvectors (see Suppl Methods

1Degartment of Human Genetics, University of Chicago, 920 E. 581h Stret, CLSC 5th flor, Chicago, o 60637, USA. “Department of Staisics, Univesity of
Chicago, 5734 S. University Ave.. Chicaga, llinois 60637, USA. *Present adress: Department of Ecolgy and Evolutionary Bioiogy, University o Calformia Los
Angeles, 621 Chies E. Young 0. South, Los Angees, Cabdorna 90095, USA.
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Genomewide Association Analysis of Coronary Artery Disease

Nilesh . Samani, F.Med.Sci., Jeanette Erdmann, Ph.D., Alistair S. Hall, FR.C.P., Christian Hengstenberg, M.D.,
Massimo Mangino, Ph.D., Bjoer Mayer, M.D., Richard ). Dixon, Ph.D., Thomas Meitinger, M.D., Peter Braund, M.Sc.,
H-Erich Wichmann, M.D,, Jennifer H. Barrett, Ph.D., Inke R. Konig, Ph.D. M.
David-Alexandre Tregouet, Ph.D, Mark M. lles, Pr.D., Friedrich Pahike, M.Sc. Helen Pollard, M.Sc. Wolfgang Lieb, M.D.,
Francois Cambien, M.D., Marcus Fischer, M.D., Willem Ouwehand, F.R.C.Path., Stefan Blankenberg, M..,
Anthony). Balmforth, Ph.D., Andrea Baessler, M.D., Stephen G. Ball, FR.C.P. Tim M. Strom, M.D.,
Ingrid Braenne, M.Sc., Christian Gieger, Ph.D,, Panos Deloukas, Ph.D., Martin D. Tobin, M.FPH.M,, Andreas Ziegier, Ph.D.,
John R. Thompson, Ph.D., and Heribert Schunkert, M.D., for the WTCCC and the Cardiogenics Consortium*

ABSTRACT
sacrGrounD
platom pecmita ysemar for inherited
ey s ) iacion (NJS. MM. 2)0. £

of of M.DT_JRT) Uriversity of Leeds, Leeds

studies dfcommryzmry disease. (SH, JHE. WML AJS SCB)
Unteriy of Cambricge and Natona

MeTHoDs

We first identified chromosomal foci that were strongly associated with coronary ar-
tey discase i the Wellonme Truse Case Contol Consotiom (WICCC) study (vhich
involved
mmplmmm i the German V! (Myocardal ifaceion) Family Sy twch mvnlml
. Data on other single-
mx:lmndc polymorphisms (SNPs) thar were significantly associated with coronary
arterydisea n ithe sudy (<0001 were then combined e deniy addidonal loc

<13t Marchen, Munich (T Luowg

with a high probabiliy of phir gt

with the use of the GeneChip Human Mapping S00K AmyS« (,\lfymnxj. G s s Gutener ety
Mani, Maee (5] — 4l = Germany

wesuurs SR, USSS25, et e

Of thousands of chromosomal loci scudied, the same locus had the strongest as- 5 ic Cure Pars (AT, T3 Ad.
iacion wi iscase i WICCCand ies: - Degarement of Caciovssula Scences.

chromosome 9p21.3 (SNP, 151333049) (P=1.80x10* and P=3.40x10°*, respectively),  Unversty of Lecster Genfed Hospia
Overall, the WICCC study revealed nine loci that were strongly associated with peris s
coronary arcery disease (P<1.2x10-* and less than a 50% chance of being falsely 2 nsche Kimi I, Unver 1t 24 Libeck
positive). In addicion to chromosome 9p21.3, two of chese loci were successfully 23538 Lubeck, Germary, or
replicated (adjusted P<0.05) in the German study: 6q25.1 (rs6022269) <okeri@innered i iucheck de
and chromosome 29363 (rs2943634). The combined analysis of the two studies ooyt
identified four addicional loci significantly associated with coronary artery discase e Sup
(P<1.3x109) and a high probability (>80%) of a true association: chromosomes ~peeriay Aspencn ars ae wih e
1p13.3 (:5599839), 1041 (rs17465637), 10q11.21 (:s501120), and 152233 (s17228212). """ T

concLusions

s atcl (10.3056/NEMoa072366) was
published 3t ww.nem.org on Juy 18
2007

We identified several genetic loci that, individually and in aggregate,
affect the risk of development of coronary artery disease. Coppai © 255 Mo M Sty
N ENGLMED  30.1056/NMOITIIEE 1
i o GLEA BILIOSAN oy 26, 2007
O 3007 Mo Pl
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Interpreting principal component analyses of spatial
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John

Nearlyiso years ago, Cavalli-Sforza efal. pioneered
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brets & Mahew siphens'> | AUThOPS

e use Of  ~(p 295 of el 3). Theyako
3 15 a0 an akernathe explan
genetics and b Eupean PC maps in

ralsts out of the Near East

principal comp ysis (PCA) i in pop I :
AbStr‘aCt used PCA to produce maps summari g human genetic Uralc speskersfom north

the carriers of the proto-

variation across continental regions'. They interpreted gradient "< ",
and wave patterns in these maps as signatures of specific

ve guidelines is uncleas, we

migration events'=>. These interpretations have been s s migien
controversial*7, but influential“ and the use of PCA has der cquilibrium “.mmhlum
become d in analysi lation genetics data®13. o b e and oo
However, the behavnor of PCA for genehc data showing o i

dle” and ‘mound’ patterns

continuous spatial variation, such as might exist within human . ..) ey in e

continental groups, has been less well characterized. Here, we

s although not abways in
online). Resuks for the

find that gradlents and waves observed in Cavalli-Sforza et al.’s @ o mor st

maps

g frequency (Fig. 2, Sup-

ical artifacts that arise Sapé show locil ek s

+ patterns are homogencous

generally when PCA is applied to spatial data, implying that the local features of the PC

the patterns do not necessarily reflect specific migration

events. Our findings aid interpretation of PCA results and sy "'"‘“" o ioes

s are mathematical artfacts

suggest how PCA can help correct for continuous population %" "5 1

structure in association studies. frradeoedidoc
s o s oo o . s s, orcampe, supprcmenary Fig  oline), it specil

shows PC maps for Asia, Europe and Africa from refs. 23, mathematical propertics. In particular, they have cigenvectors related
o et ing these maps, Cavalli-Sforza and colleagues suggest that  to sinusoidal waves of increasing frequency (for example, ref 14). This
“if there is a radiation of circular or ellptic lincs from a specific arca, a  produces sinusoidal patterns in PC maps because PC maps are visual
[population] cxpansion is a possible explanation: and its place of  representations of these eigenvectors (see Supplementary Methods
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Chicago, 5734 5. Univesity Ave. Chcago, Hlinois 60637, USA. ?Present addres: Depariment of Ecology and Evolutonsry Biiegy, Universty of Caioria Les
Argele, 621 Chivies €. Yourg 0. South, Los Angeles, Caorsa 90095, USA b s
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ABSTRACT

sackarouND
Modern genotyping platforms permit a systematic search for inherited components 1
of complex :ases. We performed a joint analysis of two genomewide association ™
studies of coronary artery disease.

merHoDs
We first identified chromosomal loci that weze strongly associated with coronary

tery discase in the Wellcome Trust Case Control Consortium (WICCC) study (which (777
Abstract | = S

lol n:pl,cal.ar in mc Gcnun Ml [Mync:\rdml lrf.\'mm] Family Study (which involved

7 sul ardial i 1644 controls). Data on other single-

m.clmndc pnl)‘rr.orpmsrrs (SNPs) that were significantly associated w

isease in m‘kr ‘study (P<0.( 001) were then tnmhu‘cd to identify
with 2 high pr g in boh studi
with the use of the Gc'\:C'np Human Mappi reay See (Affymetrix).

nesuurs
Of thousands of chromosomal loci studied, the same locus had the strongest as-
sociation with coronary artery discase in both the WTCCC and the German scudies: o
chromosome 9p21.3 (SN, 80x10+ and P=3.40x10°*, respectively)
the WICCC study revealed nine loci that were strongly associated wi
1.210°% and less than a 50% chance of being falsely
posicive). romosome 9p21.3, two of these loci were successfully
replicated (adjusted P<0.05) in the German scudy: chromosome Gq25.1 (rs6922269)
chromosome 2q36.3 (rs2943634). The combined analysis of the two studies
entified four additional loci significantly associated with coronary artery discase
(PeL3x104 and 2 High probabilty (BN of  tree associron: chromosomes
19133 (55599839), 1g41 (r517465637), 1011.21 (s501120), and 1522.33 (rs17228212).

ied severa g o e, ndividually And fnsggrege substantially
affiect the risk of development of coronary arcery

NG D 30,1098/ vor0r I 1

owrioaded fram waw.neim.org at CILEA BIBLIOSAN on July 2¢, 2007
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A scientific article can be divided in different sections
some of them are always present:

TITLE

AUTHORS AND AUTHOR AFFILIATIONS
ABSTRACT

INTRODUCTION

MATERIALS AND METHODS

RESULTS

DISCUSSION

ACKNWOLEDGMENTS

SUPPLEMENTAL DATA

REFERENCES

PUBMED
How the search
can be done
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Search by..........

* Keywords (one or more)
* Author
* Journal
Limits
* Time (years.......)
* Type of publication
* Organism (Homo sapiens...)
* Language

Search by keywords

(significant or descriptive words)

More keywords may be linked
by boolean operators

AND OR NOT

10/11/10
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Choosing keywords means identifying
the key concepts for a search

Find how many references are present in
PubMed regarding the effect of B12 vitamin
in the therapy of Parkinson's disease

KEYWORDS:
Parkinson disease
therapy

B12 vitamin

Connection to PubMed

http://www.ncbi.nlm.nih.gov/pubmed

10/11/10
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Search by author

Find how many references have been published
by Prof. Marcus W. Feldman

Advanced search
Add in Author Fields the author's name:

Feldman MW

Author’s surname followed by
author's name initials without
any symbol.

Connection to PubMed

http://www.ncbi.nlm.nih.gov/pubmed

10/11/10
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Find the papers regarding
Parkinson’s disease published on
Proceedings of the National
Academy of Sciences (Proc
Natl Acad Sci USA) in the last

year

Connection to PubMed

http://www.ncbi.nlm.nih.gov/pubmed

How a bibliographic
reference
MUST be reported
in This course.
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REPORTING A REFERENCE ...
AUTHORS

More than three authors:
report the first three

authors followed by et al.
JOURNAL

VOLUME(ISSVE)
PAGE

1 Statistical signals in bioinformatics.

5. Karlin S.
Proc Natl Acad Sci U S A. 2005 ]102(38):13355-62.
\ |
\ |

Karlin S. 2005.Statistical signals
in bioinformatics.Proc Natl Acad
Sci USA. 102(38):13355-62
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1: K i Statistical signals in bioinformatics. Proc Natl Acad Sci U S A.
2005 102(38):13355-62. 1

2: Sierotzki H, Frey R, Wullschleger J,[ et al. l
Cytochrome b gene sequence and structure of Pyrenophora teres and P.

itici-repentis and implications for QoI resistance. Pest Manag Sci. 2007
63(3):225-33.

1: Karlin S. 2005. Statistical signals in bioinformatics.
Proc Natl Acad Sci USA. 102(38):13355-62.

2: Sierotzki H, Frey R, Waullschleger J et al. 2007.
Cytochrome b gene sequence and structure of
Pyrenophora teres and P. ftritici-repentis and
implications for QoI resistance. Pest Manag Sci. 63(3):
225-33.

Pest Manag Sci. 2007 163(3):225-33.

Cytochrome b gene sequence and structure of Pyrenophora teres
and P. tritici-repentis and implications for Qol resistance.

Sierotzki H, Frey R, Wullschleger JJ et al. \

Sierotzki H, Frey R, Wullschleger J, Palermo S, et al.
Cytochrome b gene sequence and structure of
Pyrenophora teres and P. tritici-repentis and
implications for QoI resistance. Pest Manag Sci.
2007. 63(3):225-33.
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http://www.nature.com/nature/authors/qgta/index.html#a5.4
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Communication by Smell and Taste (Cambridge Univ. Press,
2003).

Dickson, B. J. Science 322,904-909 (2008).

Jallon, J.-M. Behav. Genet. 14, 441-478 (1984).

Shirangi, T.R., Dufour, H. D., Williams, T. M. & Carroll, S. B.
PLoS Biol. 7,1000168 (2009).

Yew, J. Y. etal. Curr. Biol. 19,1245-1254 (2009).

Ejima, A. et al. Curr. Biol. 17,599-605 (2007).

Kurtovic, A., Widmer, A. & Dickson, B. J. Nature 446,
542-546 (2007).

Ha, T. S. & Smith, D. P. J. Neurosci. 26, 8727-8733
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Which of these searches will
retrieve MORE articles?

1. Vaccine AND vaccination
2. Vaccine OR vaccination
3. Vaccine NOT vaccination

Which of the following articles is in your results for
Maria B. 6rant?

a.6rant MB, et al.
The contribution of adult hematopoietic stem cells

to retinal neovascularization.
Adv Exp Med Biol. 2003;522:37-45. Review.

b. Grant BM, et al.
Use of intraoral cassettes for dental xeroradiography.
Oral Surg Oral Med Oral Pathol. 1978; 46(5):717-20.

¢. Needham CW.
In response to Dr. Maria Lenaz's letter to the editor,
“Ethics in managed care".
Conn Med. 1998:62(2):108-9. No abstract available.
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Write how many references are present in
PubMed regarding:

1) hemophilia in Africa

2) published in Blood

Save their abstract on file.

Write how many references are present in
PubMed published by Pierre Darlu and how
many of these are written in French and how
many in English.

Write how many references, published on PNAS, have
been published in 2003 and regarded humans.
Moreover, write how of those are reviews.

In 2002, I. Zucchi, together with R. Dulbecco, have
published an article regarding experiments in
mammary cell line. Write the complete reference of
this article.

Zucchi I., Dulbecco R. 2002. Proteomic dissection of dome
formation in @ mammary cell line. J. Mammary 6land Biol.
Neoplasia. 7(4):373-84.
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