SEQUENCE CONPARISON



SEQUENCE COMPARISOIN

A'BASED ON' ALIGNMENT

ADENTITY
ASIMILARITY

AGAP

AIBIOLOGICAL'MEANING



GOALS INSSEARCHING FOR
SIMILARLETFY

1. LLocalization, off a new sequenee threugh
the- similarity,’»with," a previous|y
localized | sequenee.

2. Hypothesis: on function, of; a new
seguenee, Ifi Ity IS identicall  or similary to
a KNneWN Sequenece

3. Classification  of; a protein, ma: Specific
family




2, Assessiment: of; evolutionary'; relations
PETWEEN  SECUENEES

A |dentification . .| of: conserved SECUENEES
Sequenees Where: any change Ina: SPecific

posItion (@mino.acid or-LDNA) .5 "deES Not; change
the: meolecule chemico-physical traits



A SEQUENCEBY ATSELE
DOES NOIPROVIDE
ANYANFOQRMATION

INformation can, Be retieved. by
ASequence analysis

ASImilaritys’ . Searching by means of

COMPaKson BEIWEEN  SEQUENEES




COMPARISON IS BASED:ON
ALIGNMENT: OF THE. STRINGS
OF CHARACGTERS (SEQUENCES)

AAK KQW 6 characters
AAKQW 5 characters



STEPS INCOMPARING
WO OR MORE-SEQUENCES

A To determine the element by element
correspondence

A TO measure their similarity

A TO observe conserved or variable
patterns



